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ABSTRACT: The aim of this studying to evaluate yield performance for 38 promising long staple
genotypes with two check varieties, Giza 95 and Giza 98 in Trial A at Sids agriculture research in 2022
season, and select the best 22 promising genotypes from Trail A to evaluate these selected promising
genotypes in Trial B in 2023 season, with the two check Variety at five locations (Beni-sueif, El-Fayoum,
Assiut, Sohag and Luxor Governorates). Results of trail A indicated that, 30 promising genotypes
belonging to 17 crosses were superior the two check varieties in seed and lint cotton yields. Two
promising genotypes which No. 32 and No. 33 belonging a promising cross (G.91 x G.90) x S109 were
surpassed the best check variety Giza95 in boll weight (BW). Results of trail B showed that, locations
significantly differed for all the studied traits, The genotypes mean squares were significant for seed
cotton yield (SCY) and boll weight (BW), the genotypes environment interactions mean squares were
significant for (LCY) and highly significant for seed cotton yield (SCY) and boll weight (BW). Mean
performance across all locations showed that, seven promising genotypes which No. 1 (G.95 x [(G.91 x
G.90) x G.80]), 5 (G.95 x G102), 8 (G.90 x A108), 12 (G.72 x [(G.83 xG.80) x G.89]), 19 and 20 ((G.91
X G.90) x S108 (24202)) and No. 21 ((G.91 x G.90) x S109) were significantly more yielded on the best
check variety Giza-95 in seed cotton yield across all locations, and all the same crosses were equal to
the check varieties in bollweight trait. Broad sense heritability was obtained for seed cotton yield (LY),
lint yield (SCY), and boll weight (BW), which was 14.33, 7.34, and 9.59%, respectively, indicating the
presence of low amount of genetic variance because of environmental factor. From results of Trial A and
Trial B we can concluded that, five promising crosses which were G.95 x [(G.91 x G.90) x G.80], G.90 x
A108, G.72 x [(G.83 xG.80) x G.89], (G.91 x G.90) x S108 (24202) and (G.91 x G.90) x S109 may be
considered as a promising materials for future breeding programs to develop and isolate high yielding
varieties of Egyptian cotton for upper Egypt conditions.
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INTRODUCTION

Cotton breeder always searching about new
superior cotton varieties that can surpassed the
exiting varieties in yield and stable over a lot of
environments, where the  environmental
conditions is the important factor of several
factors are influence the success of cotton
production, where these conditions differ
between locations.

selection in early generations for yield is
insufficient and that the evaluation of some
strains in such program begins from F5
generation and continue until satisfactory genetic
stability is achieved. Many investigators Abd—
El-Salam et al (2014), Shaker (2014), Abdel-
Aziz (2015), Abd El-Aty et al (2015), Soliman
(2015), El-Seidy et al (2017), Mahdy et al
(2017), and Said (2021). Evaluated some strains
via two tests, the first test is known as Trial (A),

The cotton research institute has used and the second test is the advanced trial, known

artificial hybridization and pedigree selection to
develop and produce a new Egyptian cotton
varieties. Many studies found that visual

as Trial (B) in the next season. It should be noted
that the (Trial B) is carried out at a several
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locations to study the interaction among of these
genotypes and the different environments.

The present investigation was carried out to
evaluate thirty-eight lines of nineteen crosses in
trial A and twenty-two advanced strains
descending from seventeen crosses in Trial B at
different locations, in order to select the best
lines for developing new cotton varieties of high
lint yield and desirable fiber characters.

MATERIALS AND METHODS

In this investigation we carried out two field
experiments in seasons 2022 and 2023 as
preliminary trail A and delate trail B. Trail A
consisted of 38 lines descending from 19 crosses
and two commercial varieties (Giza 95 and Giza
98) as a check varieties, (Table 1), which were
cultivated at Sids agricultural research station
(Beni- suef) in 2022 season. Strains selected
from Trail A were cultivated in Trail B in 2023
season. At five locations i.e. Beni- suef, El-
fayoum, Assiut, Souhag and Luxor governorates.
Each trail consisted 22 strains derived from 17
crosses compared with the check varieties G95
and G98 (Table 2).

A randomized complete block design with six
replicates was used in each location with five
rows in each plot. Recommended cultural
practices were applied for cotton production.

The yield was obtained from the three middle
rows of each plot to determine the following
traits.

A-Yield traits

The following characters were recorded on
each genotype:

(1) Seed-cotton vyield (SCY, Kkentar/fed):
Determined as the total seed cotton yield,

(2) Lint yield (LCY, k/fed),

(3) Lint percentage (LP, %): Percentage of lint to
seed cotton yield, delate

(4) Boll weight (BW, g): Average weight of fifty
sound open bolls.

B- Fiber qualities

Upper half mean length (UHM), fiber
uniformity ratio (UR, %), fiber strength
(gm/tex.), Micronaire reading (Mic, unit), yarn
strength (YSt., unit).

All fiber properties were tested in Cotton
Technology Research Division labs, Cotton
research  Institute (CRI) under constant
conditions of temperature (20 + 2 C°) and relative
humidity (65 + 5%) according to HVI
Instrument.

The analysis of variance was calculated
according to Sendecor (1965).

Where:

R, g, M;, M, o, o°g: number of
replications, number of genotypes, error mean
squares, genotypes mean squares, error variance
and genotypic variance, respectively.

Where:

E, r, gMl, M2, M3, c% and (szg:
environments, number of replications, number of
genotypes, error mean squares, genotypes by
environments interactions mean  squares,
genotypes mean squares, error variance and
genotypic variance, respectively.

Heritability estimates, in broad sense (H?,%)
was calculated by wusing the formula:
h%,%= (6°g / 6°ge + o°€)x100
Where:

6°g: genotypes variance delate.

o’ge: the component due to genotypes x
environment.

c’e: the variance component.
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Table 1. Pedigree of the genotypes and cultivated varieties grown in trail A in 2022 season.

No. | Lines Parent Origin
1 H5 91/2021 H4 48/2020
2 H5 98/2021 H4 49/2020
3 H5 104/2021 H4 54/2020 G.95 x [(G.91 x G.90) x G.80]
4 H5 107/2021 H4 55/2020
5 H5 119/2021 H4 61/2020
6 H5 121/2021 H4 63/2020
G.95 x [(G.83 x G.80) x G.89) x (G.83 x D703)]
7 H5 127/2021 H4 65/2020
8 H5 130/2021 H4 71/2020
G.95 x [(G.83 x G.80) x G.89]
9 H5 135/2021 H4 75/2020
10 | H6 137/2021
H5 80/2020 G.95 x G102
11 | H6 138/2021
12 | H6 144/2021 H5 85/2020 G.98 x G102
13 | H6 153/2021 H5 93/2020 (G.90 x S109) x G102
14 H7 161/2021
H6 107/2020 G.90 x A108
15 | H7 166/2021
16 | H7 170/2021 H6 111/2020
G.90 x G102
17 | H7 173/2021 H6 114/2020
18 | H7 179/2021 H6 117/2020 (G.90 x S109) x [(G.83 x G.75) x 5844]
19 | H7 187/2021
H6 128/2020 G.72 X [(G.83 xG.80) x G.89]
20 | H7188/2021
21 | H8198/2021
H7 137/2020 [[(G.83 x (G.75 x 5844))] x G.90] x G.91
22 | H8200/2021
23 | H8208/2021 H7 144/2020 [G.83 x ( G.72 x Dendara)] x S109
24 | H8 212/2021
H7 147/2020 G.80 x S109
25 | H8215/2021
26 | H8 220/2021
H7 150/2020 G.85 x S109
27 | H8223/2021
28 | H9 226/2021
H8 159/2020 [G.83 x ( G.72 x Dendara)] x (24202)S109
29 | H9 227/2021
30 | H9 237/2021
H8 165/2020 (G.91 x G.90) x S108 (24202)
31 | H9 242/2021
32 | H10 244/2021
33 | H10 245/2021 H9 167/2020
34 | H10 246/2021 (G.91 x G.90) x S109
35 | H10 256/2021
H9 172/2020
36 | H10 257/2021
37 | H11258/2021 H10 180/2020 (G.90 x A107) x G.85
38 | H11 268/2021 H10 194/2020 (G.90 x A107) x [(G.83 x G72) x Dendara]
39 | Giza98 [(G.83 x G.80) x G.89]x A107
40 | Giza95 [G.83x(G.75 x 5844)] x G.80
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Table 2. Pedigree of genotypes and cultivated varieties grown in Trail B in 2023 season.

No. | Lines Parent Origin
1 H5 98/2021 H4 49/2020
G.95 x [(G.91 x G.90) x G.80]

2 H5 107/2021 H4 55/2020
3 H5 127/2021 H4 65/2020 G.95 x [(G.83 x G.80) x G.89) x(G.83 x D703)]
4 H5 135/2021 H4 75/2020 G.95 x [(G.83 x G.80) x G.89]
5 H6 137/2021 H5 80/2020 G.95 x G102
6 H6 144/2021 H5 85/2020 G.98 x G102
7 H6 153/2021 H5 93/2020 (G.90 x S109) x G102
8 H7 161/2021

H6 107/2020 G.90 x A108
9 H7 166/2021
10 | H7 173/2021 H6 114/2020 G.90 x G102
11 | H7 179/2021 H6 117/2020 (G.90 x S109) x [(G.83 x G.75) x 5844]
12 | H7 187/2021

H6 128/2020 G.72 X [(G.83 xG.80) x G.89]
13 | H7 188/2021
14 | H8 200/2021 H7 137/2020 [[(G.83 x(G.75 x 5844))] x G.90] x G.91
15 | H8 208/2021 H7 144/2020 [G.83 x( G.72 x Dendara)] x S109
16 | H8 212/2021 H7 147/2020 G.80 x S109
17 | H8 223/2021 H7 150/2020 G.85x S109
18 | H9 226/2021 H8 159/2020 [G.83 x( G.72 x Dendara)] x (24202)S109
19 | H9 237/2021

H8 165/2020 (G.91 x G.90) x S108 (24202)
20 | H9 242/2021
21 | H10 245/2021

H9 167/2020 (G.91 x G.90) x S109
22 | H10 246/2021
23 | Giza98 [(G.83 x G.80) x G.89]x A107
24 | Giza95 [G.83%(G.75 x 5844)] x G.80

Table 3. Form of the analysis of variance and expectation of mean squares for a single environment.

S.O.V. df M.S E.M.S
Replications r-1

Genotypes g-1 M2 o’e +ro°g
Error (r-1) (g-1) M1 o’e

Table 4. Combined analysis of variances and expectations of mean squares for all genotypes over

environments.

S.0.V. d.f M.S E.M.S
Environments (E) L-1

Replications/ L L(r-1)

Genotypes (G) g-1 M3 o’etr o’gL+rL o°g
GxE (g-1) (L-1) M2 o’e +r o’gl

Error L(g-1)(r-1) M1 o’
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RESULTS AND DISCUSSION

The preliminary strain test (Trial A)

The analysis of variance (Table 5) for the
studied traits of all genotypes (Trail A) indicated
that, the genotypes mean squares were highly
significant for (BW), revealing that the presence
of the genetic variation among the genotypes of
this trait. On the other hand (SCY) and (LY)
traits recorded significant mean squares,
indicated that the effects of environmental factor

in this season. Heritability broad sense effects of
were obtained for estimates seed cotton yield,
lint yield, and boll weight, which was 29.86,
30.73, and 63.16%, respectively, indicating the
presence of substantial amount of genetic
variance for this trait. These results agreed with
those obtained by Abd-El-Salam et al (2014),
Abdel-Aziz (2015), Abd El-Aty et al (2015),
Mudada et al (2017), and Kumbhalkar et al
(2021).

Table 5. The analysis of variance, genotypic, environmental and phenotypic variances, and

heritability for studied traits (Trail A).

S.O.V. df - _MS - -
Seed cotton yield Lint yield Boll weight

Replication 5 4277.033 719.666 0.04
Genotypes 39 852.684 143.849 0.11**
Error 195 598.027 99.651 0.04
Geno. Var. 42.44 7.37 0.012
Envi. Var. 99.68 16.61 0.007
Pheno. Var. 142.12 23.98 0.019
Heritability h%. % 29.86 30.73 63.16

** significant at 0.05 and 0.01 probability levels, respectively.

Mean performance of yield and yield traits
(Table 6) of the genotypes showed that, the mean
performance seed cotton yield (SCY) ranged
from 3.71 k/fed for line No.11 to 7.63 k/fed for
line No.24 with a grand mean performance 5.89
k/fed. Thirty genotypes surpassed the better
check variety Giza98. The increase ranged from
0.24 k/ fed for genotype no.28 to 2.97 k/fed for
genotype no.24. Also, 21 genotypes were
surpassed the grand mean by 1.34, 1.52, 32, 1.1,
1.1, 0.47,1.38, 1.27, 0.03, 1.05, 0.53, 0.78, 0.42,
1.74, 1.27, 1.18, 0.58, 1.62, 1.67, 0.89 and 0.23
k/fed for genotypes No.2, 4, 7, 9, 12, 13, 14, 15,
16, 17, 19, 22, 23, 24, 30, 31, 32, 33, 34, 35 and
No. 36, respectively.

The results of lint yield (LY) trait A (Table
6), showed that the means performance ranged
from 4.7 k/fed for line No. 11 to 10.05 k/fed for
line No. 24 with an average 7.58 k/fed, The all
genotypes studied surpassed the best check
variety Giza 98 which gave 6.22 k/fed except

genotypes No. 3, 6, 8, 10, 11, 21, 29 and No.38.
Which gave LY less than check variety G98.

With respect for lint percentage (L%) Table
6, the results showed that means of this trait
ranged from 38.6 for line No. 21 to 42.8 for line
No.20 with a mean 40.9%, the results indicated
that three line which No.2, 35 and No0.36 were
equal to the best check variety Giza 98, The
genotype No.20 exceeded the best check variety
Giza98 for lint percentage (L%), (Table 6).

Regarding to results of boll weight (BW) the
data in table 6 this indicated that the means
performance for boll weight (BW) was 2.8
gm/boll for the lines No. 11, 16 and No.29 while
it was 3.3 gm/boll for lines No. 35 and No 36.
Only two strains which No. 35 and No0.36
belonging to cross ((G.91 x G.90) x S109)
showed significant values for boll weight (BW)
from the grand mean and surpassed the best
variety Giza95. highly heritability value was
found for boll weight (BW) (63.16%) indicating
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that this trait was delate affected by the
environmental conditions. These results were
agreement with Soliman (2015), El-Seidy et al

(2017), Mukoyi and Makunde (2018), and Said
(2021) who found that high heritability estimates
for yield traits.

Table 6. Mean performance of yield and yield components for the tested genotypes and cultivated
varieties grown in Trail A at Sids station in season 2022.

No. S\gﬂd (kllf_eg) L% | BW | UHM | UR% | Str.(gmitex) | Mic.(unit) $ rﬁ%
1 522 | 687 | 418 | 32 | 315 | 852 203 46 2240
2 723 | 966 | 424 | 31 | 315 | 856 37.9 45 1960
3 465 | 62 | 42 | 32 | 295 | 8509 346 45 2240
4 741 | 964 | 413 | 32 | 308 | 875 38.1 45 2240
5 571 | 731 | 406 | 32 | 305 | 854 36.7 16 2280
6 437 | 571 | 415 | 3 | 306 | 885 38.8 16 2240
7 621 | 808 | 413 | 32 | 286 | 848 36.5 16 2200
8 414 | 53 404 | 29 | 287 | 858 36.7 45 2160
9 6.09 | 885 | 402 | 31 | 303 | 854 373 47 2160
10 | 447 | 565 | 401 | 31 | 312 | 881 203 47 2280
11 | 371 ] 47 |402 | 28 | 31 87.7 377 47 2200
12 | 699 | 872 | 396 | 31 | 328 | 888 203 16 2040
13 | 636 | 808 | 403 | 3 | 31.3 | 874 36.4 46 2200
14 | 727 | 918 | 401 | 32 | 288 | 844 38.6 16 2200
15 | 716 | 888 | 394 | 3 | 33 89.6 39 45 2360
16 | 502 | 756 | 406 | 28 | 287 | 872 395 45 2320
17 1694 | 874 | 40 | 32 | 292 | 868 373 45 2240
18 55 | 6.86 | 396 | 31 | 298 | 862 38.4 45 2120
10 | 642 | 833 | 412 | 3 | 307 | 863 36.5 45 2080
20 | 499 | 673 | 428 | 29 | 301 | 827 378 44 2240
21 | 453 | 551 | 386 | 29 | 299 | 868 375 16 2360
22 | 667 | 861 | 41 | 3 | 305 | 866 38.1 16 2360
23 | 631 | 794 | 399 | 29 | 314 | 863 39.7 46 2240
24 | 763 | 1005 | 418 | 29 | 311 | 872 37.2 44 2240
25 | 585 | 7.65 | 415 | 31 | 286 | 858 38.9 45 2280
26 | 511 | 649 | 403 | 29 | 285 | 846 371 46 2280
27 | 566 | 7.36 | 413 | 29 | 304 | 852 37 46 2240
28 29 | 64 | 409 | 3 | 309 | 861 394 46 2240
20 | 431 | 539 | 397 | 28 | 282 | 833 38 2.9 2360
30 | 746 | 911 | 404 | 3 | 296 | 896 38.6 41 2240
31 | 707 | 887 | 398 | 29 | 292 | 863 371 16 1800
32 | 647 | 822 | 403 | 31 | 313 86 37.8 16 2120
33 | 751 | 982 | 415 | 29 | 304 | 851 377 48 1960
34 | 756 | 984 | 413 | 32 | 29 87 38.9 16 2120
35 | 678 | 9.06 | 424 | 33 | 306 | 866 201 47 2080
36 | 642 | 818 | 424 | 33 | 294 | 873 36.9 16 2120
37 | 528 | 683 | 411 | 31 | 287 | 865 33.8 47 2000
38 | 455 | 603 | 421 ] 32 | 30 86.6 34.7 16 1960

G938 | 466 | 622 | 424 | 31 | 27.7 | 858 354 16 1840

GO95 | 359 | 465 | 411 | 32 | 314 | 8509 36.4 16 2120

Mean | 589 | 7.58 | 400 | 3.05 | 301 | 864 37.9 46 2174
LSD0.05| Ns | Ns 0.21
LSD0OL| Ns | Ns 0.28

ns = non-significant
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Evaluation of the advanced strain test
(Trial B)

Trail B is the advanced strain test for the
promising genotypes that were selected from
Trail A. Trail B was carried out under five
locations, i.e. Beni Sueif, El-Fayoum, Assiut,
Sohag and Luxor, in order to study breeding
behavior, genotypes of genotypic interaction
under these locations.

A. Variances and heritability

Combined analysis of variance for studied
traits of all genotypes across in five locations
(Table 7) indicated that, locations were
significantly differed for all the studied traits,
indicating the presence of wide range of
variation. The genotypes mean squares were
significant for seed cotton vyield (SCY) and
highly significant for boll weight (BW),
indicating the presence of high genetic variation

among the genotypes for these traits.

Genotype x location interactions were
significant for all traits, it could be due to that
these traits were highly responded to the
environmental changes and the genotypes
performance varied from to another locations.
The same results were obtained by El-Seidy et
al (2017), Mudada et al (2017), Mukoyi and
Makunde (2018), and Kumbhalkar et al (2021).
They found high significant (G x E) interaction
for yield components. Heritability broad sense
was obtained for seed cotton yield (SCY), lint
yield (LY), and boll weight, which was 14.33,
7.34, and 9.59%, respectively, indicating the
presence of low amount of genetic variance
because of environmental factor. These results
agreed with those reported by Said (2021) who
found that the broad sense heritability estimates
low was for seed cotton yield, lint yield, and boll
weight.

Table 7. The combined analysis of variance across the five locations forall the studied traits of all

genotypes (Trail B).

S.0.V. df MS
Seed cotton yield Lint yield Boll weight
Rep./Loc. 25 2233** 389.96** 0.02
Locations(L) 4 131353.851** 21107.629** 2.86%*
Genotypes (G) 23 283.165* 40.5 0.04**
GxL 92 255.096** 43.693* 0.05**
Error 575 165.559 32.72 0.02
Geno. Var. 3.92 0.26 0.0007
Inter. Var. 17.91 2.19 0.006
Envi. Var. 5.52 1.09 0.0006
Pheno. Var. 27.35 3.54 0.0073
Heritability (H2)% 14.33 7.34 9.59

*, ** significant at 0.05 and 0.01 probability levels, respectively

B. Mean performance over five
locations

Mean performance of seed cotton vyield
(SCY) (Table 8) ranged from 5.60 k/fed for
genotypes No. 11 and No. 22 to 6.54 k/fed for
genotypes No. 19 with a grand mean of 5.88

k/fed. The results showed that all of studied
genotypes in Trial B surpassed the two check
variety Giza95 and Giza98.

Ten genotypes from 22 studied genotypes
which No. 1, 2, 5, 6, 8, 12, 16, 19, 20 and No. 21
were significantly exceeded the low check
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variety Giza 98 in seed cotton yield (SCY). And
7 genotypes which No. 1, 5, 8, 12, 19, 20 and
No. 21 recorded significantly surpassed the best
check variety Giza95 in seed cotton yield. These

results are agreement with those reported by
Mukoyi and Makunde (2018), Said (2021), and
Kumbhalkar et al. (2021).

Table 8. Mean performance of yield and yield components for the selected genotypes and cultivated
varieties grown in Trail B across five locations in season 2023.

No. Yieldk/fed | o6 | BW | UHM | U.R% | Str.(gm/tex) | Mic.(unit) | Y-St
scy | Ly (unit)

1 6.14 8 412 | 29 | 307 85 36.9 4.2 2195

2 599 | 7.7 | 407 | 29 | 30 83.2 36.9 4.2 2200
3 586 | 759 | 411 | 29 | 295 | 842 36.7 4.3 2105
4 581 | 744 | 404 | 29 | 30 85.4 37 4.3 2170
5 604 | 7.6 | 398 | 29 | 30.1 | 839 34.4 4.3 2150
6 598 | 746 | 395 | 29 | 298 | 843 36.3 4.2 2205
7 568 | 7.34 | 404 | 29 | 297 | 842 36.3 4.2 2185
8 6.04 | 774 | 403 | 29 | 288 | 837 35.2 4.2 2110
9 567 | 7.09 | 398 | 29 | 302 | 833 35.5 4.2 2140
10 576 | 7.33 | 402 | 29 | 30.1 | 845 38 4.2 2210
11 56 | 7.14 | 405 | 29 | 304 | 842 36.4 4.2 2170
12 6.37 | 807 | 402 | 29 | 302 | 854 36.5 4.2 2220
13 579 | 7.24 | 394 | 29 | 307 | 862 36.2 4.2 2280
14 583 | 752 | 406 | 29 | 299 | 837 36.1 4.2 2085
15 578 | 7.22 | 397 | 29 | 307 | 848 35.6 4.2 2145
16 505 | 767 | 407 | 3 | 309 | 845 37.3 4.2 2220
17 565 | 7.3 | 408 | 29 | 311 | 847 34.3 4.3 2055
18 592 | 763 | 41.2 | 29 | 304 | 86.1 36.8 4.3 2148
19 6.54 | 833 | 402 | 29 | 297 | 845 35.3 4.3 2118
20 6.21 | 7.87 | 403 | 29 | 298 | 849 35 4.2 2040
21 6.11 | 7.94 | 411 | 29 | 299 | 844 36 4.2 2030
22 56 | 732 | 41 | 29 | 303 | 838 35.3 43 2090
G.98 542 | 721 | 421 | 29 | 295 | 852 34.2 4.3 2025
G.95 549 | 7.05 | 409 | 29 | 30 85.2 375 4.2 2235
Mean | 5.88 | 753 | 405 | 29 | 30.1 | 845 36.1 4.2 2147

LSD0.01 | 052 | Ns 0.07
LSDO0.05 Ns Ns 0.09

Ns = non-significant

Considering lint yield LY, Table (8) showed
that the mean performance of LY ranged from
7.09 k/fed for genotype No. 9 to 8.33 k/fed for
genotype No.19 with an average of 7.53 k/fed.
The results showed that all the genotypes
included in Trial B were surpassed the check
variety Giza 95 in LY, 20 genotypes were
succeeded the best check variety Giza98, 11

genotypes of these which No. 1, 2, 3, 5, 8, 12,
16, 18, 19, 20 and No.21 were surpassed the
grand mean of lint yield. The same results were
found by El-Seidy et al (2017), Mudada et al
(2017), and Said (2021). Which reported that the
genotypes under studied in advanced trail were
surpassed the commercial check variety for yield
and fiber quality.
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Regarding to lint percentage results Table (8)
five genotypes were exceeded the best check
variety Giza 95 in lint percentage, i.e. line no 1,
3, 18, 21, and 23 respectively and we will use
this to improve this trait.

With respect to boll weight (BW) trait Table
(8), the results indicated that, all selected
genotypes were equal with the check varieties in
boll weight (BW), except genotype No. 16 which
surpassed the two check varieties in boll weight,
seed cotton yield and lint yield. These results are
agreement with these found by Said (2021) who
showed some sort of genetic differences between
all genotypes this results useful for breeder to
improving this trait for produce new cotton
varieties.

Results of fiber quality in Trail B, results
showed that all genotypes were exactly in the
same category of long staple cotton varieties,
which have been cultivated in Upper and Middle

Egypt.

Conclusion

It may be concluded that 6 strains which
belonging to Five crosses below may be
considered as promising materials for breeding
program to introduce new varieties.

G.95 x [(G.91 x G.90) x G.80]
G.90 x A108

G.72 x [(G.83 xG.80) x G.89]
(G.91 x G.90) x S108 (24202)
(G.91 x G.90) x S109
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